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Supplemental Table 1. Strain List.

DY150

DY3398
DY6220
DY8107
DY8154
DY8541
DY8552

DY&8699
DY&700

DY&788
DY&808
DY&903
DY8941
DY8946
DY&8948
DY&950

DY&8969

DY&970

MATa
MATa
MATo
MATa
MATa
MATa

MATa

MATa

MATa

MATo
MATa
MATa
MATa
MATa
MATa
MATo

MATa

MATa

ade?2 canl his3 leu2 trpl ura3

ade? canl his3 leu2 trpl

spt3::TRP1 ade2 canl his3 leu2 lys2 trpl ura3

sptl16-11 ade2 canl his3 leu2 lys2 metl5 trpl ura3

sptl16-11 gen5::HIS3 ade2 canl his3 leu2 trpl ura3

toa2::His3MX + TOA2(YCp-URA3) ade2 canl his3 leu2 trpl ura3

spt15::ADE2 spt16::HIS3 + TBP,SPT16(YCp-URA3) ade2 canl his3 leu2 trpl
ura3

spt16-11 toa2::His3IMX + TOA2(YCp-URA3) ade2 canl his3 leu2 ura3 metl5

spt16-11 toa2::His3MX + TOA2(YCp-URA3) ade2 canl his3 leu2 metl5 trpl
ura3

sptl16-11 ade2 canl his3 leu2 metl5

nhp6a::URA3 nhp6b::ADE?2 sptl16-11 ade2 canl his3 leu2 trpl ura3

spt16-11 spt3::TRPI ade2 canl his3 leu2 trpl ura3

rpd3::LEU?2 sptl16-11 ade2 canl his3 leu2 lys2 trpl ura3

rpd3::LEU2 spt3::TRP1 sptl6-11 ade2 canl his3 leu2 lys2 metl5 trpl ura3

rpd3::LEU?2 spt8::KanMX spt16-11 ade2 canl his3 leu2 trpl ura3

rpd3::LEU2 spt3::TRP1 spt8::KanMX spt16-11 ade2 canl his3 leu2 lys2 trpl
ura3

spt15::ADE2 spt16::HIS3 + TBP(G147W)(YCp-TRPI) + spt16-16a (YCp-
LEU2) ade2 canl his3 leu2 trpl ura3

spt15::ADE2 spt16::HIS3 + TBP(G147TW)(YCp- TRP1) + spt16-12(YCp-
LEU2) ade2 canl his3 leu2 trpl ura3
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DY8971

DY8972

DY&977

DY&978
DY&980
DY&8981
DY&985

DY9036
DY9038

DY9040

DY9071
DY9398

DY9446

DY9447

DY9448

DY9449

MATa

MATa

MATa

MATo

MATa
MATo

MATa

MATa

MATa

MATo

MATa

MATa

MATa

MATa

MATa

MATa

spt15::ADE2 spt16::HIS3 + TBP(G147TW)(YCp- TRP1) + spt16-22(YCp-
LEU2) ade2 canl his3 leu2 trpl ura3

spt15::ADE2 spt16::HIS3 + TBP(G147TW)(YCp- TRP1) + spt16-24(YCp-
LEU2) ade2 canl his3 leu2 trpl ura3

sptl16-11 spt3::TRPI ade2 canl his3 leu2 trpl

sptl16-11 spt8::KanMX ade2 canl his3 leu2 lys2 trpl

spt3::TRP1 ade2 canl his3 leu2 lys2 metl5 trpl

spt8::KanMX ade?2 canl his3 leu2 lys2 metl5 trpl

nhp6a::URA3 nhp6b::ADE?2 sptl16-11 spt3::TRPI ade2 canl his3 leu2 trpl
ura3

spt16-11 spt3::ADE2 URA3::spt3-401 ade2 canl his3 leu2 lys2 trpl

sptl6-11 spt3::ADE2 spt15::LEU2 + TBP(G174E)(YCp- TRP1) ade2 canl
his3 leu2 lys2 trpl ura3

sptl16-11 spt3::ADE2 URA3::spt3-401 spt15::LEU2 + TBP(G174E)(YCp-
TRPI1) ade2 canl his3 leu2 lys2 metl5 trpl

sptl16-11 gen5::HIS3 spt3::TRP1 ade2 canl his3 leu2 trpl ura3

sptl6-11 spt3::ADE2 spt15::LEU2 + TBP(G174E)(YCp- TRP1) ade2 canl
his3 leu2 lys2 trpl

spt15::ADE2 spt16::HIS3 + TBP(E93G)(YCp- TRPI) + spt16-2(YCp-LEU2)
ade?2 canl his3 leu2 trpl ura3

spt15::ADE2 spt16::HIS3 + TBP(E93G)(YCp- TRPI) + spt16-11(YCp-LEU2)
ade?2 canl his3 leu2 trpl ura3

spt15::ADE2 spt16::HIS3 + TBP(E93G)(YCp- TRPI) + spt16-22(YCp-LEU2)
ade?2 canl his3 leu2 trpl ura3

spt15::ADE2 spt16::HIS3 + TBP(E93G)(YCp- TRPI) + spt16-24(YCp-LEU2)

ade?2 canl his3 leu2 trpl ura3
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DY9450

DY9451

DY9452

DY9453

DY9454

DY9455

DY9456

MATa

MATa

MATa

MATa

MATa

MATa

MATa

spt15::ADE2 spt16::HIS3 + TBP(E93G)(YCp- TRPI) + spt16-16a(YCp-
LEU2) ade2 canl his3 leu2 trpl ura3

spt15::ADE2 spt16::HIS3 + TBP(K133L,K145L)(YCp- TRP1) + sptl6-
16a(YCp-LEU2) ade?2 canl his3 leu2 trpl ura3

spt15::ADE2 spt16::HIS3 + TBP(G147TW)(YCp- TRP1) + spt16-2(YCp-
LEU2) ade2 canl his3 leu2 trpl ura3

spt15::ADE2 spt16::HIS3 + TBP(G147TW)(YCp- TRP1) + spt16-9a(YCp-
LEU2) ade2 canl his3 leu2 trpl ura3

spt15::ADE2 spt16::HIS3 + TBP(F237L)(YCp- TRP1) + spt16-16a(YCp-
LEU2) ade2 canl his3 leu2 trpl ura3

spt15::ADE2 spt16::HIS3 + TBP(G147TW)(YCp- TRP1) + spt16-9a(YCp-
LEU2) ade2 canl his3 leu2 trpl ura3

spt15::ADE2 spt16::HIS3 + TBP(L172P)(YCp- TRP1I) + spt16-11(YCp-
LEU2) ade2 canl his3 leu2 trpl ura3
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Supplemental Table 2. Plasmid List.

Plasmid
pRS314
pRS315
YCplacl11
YEplacl12
YEplac195
M3415
M4806
M4221
M4761
M4827
pTM8
M4471
M4468
M4655
M4325
M4640
M4642
M4550
M4404
M4475
M4470
M4474
M4482
M4511

Description
YCp-TRP1 Vector

YCp-LEU?2 Vector
YCp-LEU2 Vector
YEp-TRP1 Vector
YEp-URA3 Vector
TFIIB (SUA7) in YEp-URA3 plasmid

Source

(Sikorski and Hieter, 1989)
(Sikorski and Hieter, 1989)
(Gietz and Sugino, 1988)
(Gietz and Sugino, 1988)
(Gietz and Sugino, 1988)

Mike Hampsey

TFIIA (TOAI and TOA2) in YEp-URA3 plasmid this work

NHP6A in YEp-URA3 plasmid

NHP6A in YEp-TRP]I plasmid

TBP (wild type) in YEp-TRPI plasmid
TBP(wild type) in YCp-TRP! plasmid
TBP(E93G) in YCp-TRP1 plasmid
TBP(K97R, L193S) in YCp-TRP1 plasmid
TBP(I103T, K239Stop) in YCp-TRP1 plasmid
TBP(L114F) in YCp-TRP! plasmid
TBP(E129G) in YCp-TRP1 plasmid
TBP(K133R) in YCp-TRP1 plasmid
TBP(K133L ,K145L) in YCp-TRP1 plasmid
TBP(K138T,Y139A) in YCp-TRP1 plasmid
TBP(G147W) in YCp-TRP1 plasmid
TBP(C164W) in YCp-TRP! plasmid
TBP(L172P) in YCp-TRP1 plasmid
TBP(G174E) in YCp-TRPI plasmid
TBP(E186M) in YCp-TRP1 plasmid

(Biswas et al., 2004)

this work

(Biswas et al., 2004)
(Kobayashi et al., 2001)
(Eriksson et al., 2004)
(Eriksson et al., 2004)
(Eriksson et al., 2004)
(Arndt et al., 1994)
(Eriksson et al., 2004)
(Eriksson et al., 2004)
(Buratowski and Zhou, 1992)
(Stargell and Struhl, 1995)
(Eriksson et al., 2004)
(Eriksson et al., 2004)
(Eriksson et al., 2004)
(Eisenmann et al., 1992)

(Biswas et al., 2004)
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M4472
M4473
M4653
pTF128
pTF128-02
pTF128-09a
pTF128-11
pTF128-12

pTF128-16a

pTF128-24
M4614
M4606
M4599
M4601
M4603
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TBP(F227L) in YCp-TRPI plasmid
TBP(F237L) in YCp-TRP! plasmid
TBP(K239T) in YCp-TRPI plasmid
SPT16(wild type) in YCp-LEU2 plasmid
spt16-2(G132D) in YCp-LEU?2 plasmid

(Eriksson et al., 2004)
(Eriksson et al., 2004)
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spt16-9a(G836S, P838S) in YCp-LEU?2 plasmid (Formosa et al., 2001)

spt16-11(T8281, P859S) in YCp-LEU?2 plasmid (Formosa et al., 2001)

sptl16-12(A417T, G568S, R569K, P599L)

in YCp-LEU?2 plasmid
spt16-16a(R204W, A273V,C290V, D318V)

in YCp-LEU?2 plasmid
spt16-24(T4341) in YCp-LEU?2 plasmid
toa2(wild type) in YCp -LEU2 plasmid
t0a2(Y10G,R11A)) in YCp -LEU2 plasmid
toa2(F71E) in YCp-LEU?2 plasmid
toa2(W76A) in YCp -LEU2 plasmid
t0oa2(W76F) in YCp -LEU2 plasmid

(Formosa et al., 2001)

(Formosa et al., 2001)

(Formosa et al., 2001)
(Ozer et al., 1998)
(Biswas et al., 2004)
(Ozer et al., 1998)
(Ozer et al., 1998)
(Ozer et al., 1998)

Arndt, K.M., Wobbe, C.R., Ricupero-Hovasse, S., Struhl, K. and Winston, F. (1994)

Equivalent mutations in the two repeats of yeast TATA-binding protein confer

distinct TATA recognition specificities. Mol Cell Biol, 14,3719-3728.

Biswas, D., Imbalzano, A N., Eriksson, P., Yu, Y. and Stillman, D.J. (2004) Role for

Nhp6, Gen3, and the Swi/Snf Complex in Stimulating Formation of the TATA-

Binding Protein-TFIIA-DNA Complex. Mol Cell Biol, 24, 8312-8321.



Biswas et al. 7

Buratowski, S. and Zhou, H. (1992) Transcription factor IID mutants defective for
interaction with transcription factor IIA. Science, 255, 1130-1132.

Eisenmann, D.M., Arndt, K.M., Ricupero, S.L.., Rooney, J.W. and Winston, F. (1992)
SPT3 interacts with TFIID to allow normal transcription in Saccharomyces
cerevisiae. Genes Dev, 6, 1319-1331.

Eriksson, P., Biswas, D., Yu, Y., Stewart, J.M. and Stillman, D.J. (2004) TATA-binding
protein mutants that are lethal in the absence of the Nhp6 high-mobility-group
protein. Mol Cell Biol, 24, 6419-6429.

Formosa, T., Eriksson, P., Wittmeyer, J., Ginn, J., Yu, Y. and Stillman, D.J. (2001)
Spt16-Pob3 and the HMG protein Nhp6 combine to form the nucleosome- binding
factor SPN. Embo J, 20, 3506-3517.

Gietz, R.D. and Sugino, A. (1988) New yeast-Escherichia coli shuttle vectors constructed
with in vitro mutagenized yeast genes lacking six-base pair restriction sites. Gene,
74,527-534.

Kobayashi, A., Miyake, T., Ohyama, Y., Kawaichi, M. and Kokubo, T. (2001) Mutations
in the TATA-binding protein, affecting transcriptional activation, show synthetic
lethality with the TAF145 gene lacking the TAF N-terminal domain in
Saccharomyces cerevisiae. J Biol Chem, 276, 395-405.

Ozer,J., Lezina, L.E., Ewing, J., Audi, S. and Lieberman, P.M. (1998) Association of
transcription factor IIA with TATA binding protein is required for transcriptional
activation of a subset of promoters and cell cycle progression in Saccharomyces
cerevisiae. Mol Cell Biol, 18, 2559-2570.

Sikorski, R.S. and Hieter, P. (1989) A system of shuttle vectors and yeast host strains
designed for efficient manipulation of DNA in Saccharomyces cerevisiae. Genetics,
122, 19-27.

Stargell, L.A. and Struhl, K. (1995) The TBP-TFIIA interaction in the response to acidic

activators in vivo. Science, 269, 75-78.



